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Disruption of erythrocytes 

Extraction with a surfactant 
Ion exchange chromatography (rough purification) 
Heparin affinity chromatography 
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Ion exchange chromatography 
Heparin affinity chromatography 



al protease . Soybean trypsin 

inhibitor bound column * inhibitor bound column 
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Determination of part Now the structure 

of the structure i s being determined, 

of the extract 



Fig. 1 Protocol for the purification of factor IX-activating 
protein form erythrocyte membrane 
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(1) zzPQGDAAQKTDTSHHD . 
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Results of analysis of amino acid sequence and of searching 
database: 

(a) analytical results of a complex of the extract and a x 
protease inhibitor 

(1) a i protease inhibitor; 

^2) amino acid sequence of the extract. 

(b) amino acid sequence form human leukocyte. An underlined 
part represents the site (2) in panel (a). 
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Fig.5 
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Fig.1 1 
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Fig. 13 
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♦: N-glycosilation 



Fig. 14 
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Fig. 15 



CO 



CD 



CNJ 



to 



LO 
CO 



CO 



LO 
CNJ 



CNJ 



Enzyme concentration 
(ng/10*6RBCs) 



Fig. 16 



